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(A) MEDIUM TYPE: Floppy disk 
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(vi) CURRENT APPLICATION DATA: 
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(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Gollin, Michael A. 
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(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
GAGACCCCCG AAGGCTGTGA 
(2) INFORMATION FOR SEQ ID NO : 2 : 



20 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Other nucleic acid 
(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
CTCGAGTTAT AGTTCTTTAT CCCAAGTGG 
(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
GCGGCCGCAG AGACCCCCGA AGGCTGTG 
(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Other nucleic acid 
(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 
CCACTTTGGA TAAAGAACTA TAA 
(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 
ATTTCTAGAG AGTTATAGTT CTTTATCCAA AGTGGA 3 6 

(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 6 base pairs 

(B) TYPE: nucleic acid 

( C ) STRANDEDNE S S : s i ng 1 e 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 
CCGGGACAGG TCCTGCTGGA ATCCAACATC AAGGTTCTGC CCACAG 4 6 



(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 ; 

Glu Thr Pro Glu Gly Cys Glu Gin Val Leu Thr Gly Lys Arg Leu Met 
15 10 15 

Gin Cys Leu Pro Asn Pro Glu Asp Val Lys Met Ala Leu Glu Val Tyr 
20 25 30 

Lys Leu Ser Leu Glu lie Glu Gin Leu Glu Leu Gin Arg Asp Ser Ala 
35 40 45 

Arg Gin Ser Thr Leu Asp Lys Glu Leu 
50 55 
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(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNE S S : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

Glu Ala Pro Lys Pro Glu Cys Glu Lys Ala Leu Leu Ala Phe Gin Glu 
15 10 15 

Ser Lys Asn Leu Cys Glu Ala Met Glu Asn Phe Met Gin Gin Leu Lys 
20 25 30 

Glu Ser Gly Met Thr Met Glu Glu Leu Lys Tyr Ser Leu Glu Leu Lys 
35 40 45 

Lys Ala Glu Leu Lys Ala Lys Leu Leu 
50 55 

(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 0 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

Cys Leu Pro Asn Pro Glu Asp Val Lys Met Ala Leu Glu Val Tyr Lys 
15 10 15 

Leu Ser Leu Glu lie Glu Gin Leu Glu Leu Gin Arg Asp Ser Ala Arg 
20 25 30 

Gin Ser Thr Leu Asp Lys Glu Leu 
35 40 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 7 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNES S : 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Cys Glu Ala Met Glu Asn Phe Met Gin Gin Leu Lys Glu Ser Gly Met 
15 10 15 

Thr Met Glu Glu Leu Lys Tyr Ser Leu Glu Leu Lys Lys Ala Glu Leu 
20 25 30 

Lys Ala Lys Leu Leu 
35 



